[ 47 ] 2023 FEE RKRZEPET TR

y; -—
SR /= A Sy TR
(FEX4) ( Molecular Neuroscience )
WMEREHE e B

S

2 E O O

TIVINA—IT/, R—=F VIR N T U RARIRE O FRMRR R R TIE., AR R M
LV HEATTHIEN MO TEY, MIRAEILEN TREIAZENREINTVD, HEE THIM
ERIFEDOFFFITBANATON TEXN, MR EHOMRIIEIE B SNITHIENTHD, 5 %R
DENIEEMERPER, FBIE-CRANEZ I D TR EMNERE S —5 v b e LR Rt
BHEELRS TS, LBLRYD, BIR ML ST TH AT 52 LI FRICBE R
BThD, MR AT M IRERNICTEEL . SR SIRIMCTRE 3 5720 . LRl i B
R AL E R 2T T FEDZORNETHIENTES, T L THRERE OB TR X
O, PR R R OF R, BRI BT RARE R BOF L ERIEIC ORI HTEN TS
Wb, FREEBRZEELZET NI in vitro T in vivo THERUZ AT TRAEE B D idea ZHE KB
WEDLIZW, T MMELTe % DH LD 0 T EMFEN T EIIRESI SN TEY, -, fERan
BAb FERAICEWOIEED T TS, ZIDDENZRRGEL | M MHREE > B4 S MPO 7ol L
b1 HIL T, MHRRE R R ORARRIFE L (disease—modifying therapy) DBAFIZDRRF 7z &
EZ2TNWD, KEBREICBIIDIEBAT Va— MTUHROF#HE2ERL, LHLARBLEIGR I
EZ7Z0D70, FEVN TR FBE TR ICGRSUER A RBR L 7= BRI S <2522, BRK T EBM 23
RSN LR T S, SBRAKRERENITRISN., BVFME 52T 5720120%, 230G
DOEEHEDOEEMENPHEL TEY, HRRICBEDIHOW A5 F OO M _EIZFE LIV,

m o S S

R E LA — T 7 O— DR

BREEET NV E AW ARREL TV T OBEROBER
TNEIL TR E O

B PR IS DRI R D BB DR

ZAL LARRR MR B DRFSE

(L AR R LA SE DR ZE

BT EAZ AW LR O 5 FEYEO S
TIINA2—IRIERIEDOIF I

RPN BED B TR D4y T Wy FHIRF 52

© X N o s 0=

(miiha - o Sl £

Google T Wikipedia L)LiIHEE T3,
PubMed TEHIZ abstract L-UUTIEES 3,




2023 FEEHEHRI T NR (1)

mEa—r | HHSE | 5T

WEEE | A—lorU—HR BIE/ER | 1A
HUHE Jer B 2 0 B S 2 PI#R 3252

L XITR s 2HAL (AITE 1-830 1) JBAEEEK 14

T—~<LHH HIRASELBHFRIE COA — NI 7O — DR B LB TS

B E F R, review & LIRS D,

R B KR TOF—+770—0B 5L, TN 7T RKEBATES,

HRE-EBE PubMed

ERFETE-HE B | FANCSEBERETCIL 1KHE

FRAR Rl HEBRAN TOESIGE TR Db
jjf_f:i f{gzi F—r 77— TR B SIUTHISEZITV, B ERL TRR T 28
HEBEAER
AT (5D N (HFEE) | % (=) N (H @)
1 F—=r7 7P —DRRITONT 1 Atg5, Atg7, Atgl2, beclin-1, LC-3
2 PR RYTEF— T 7V — 2 R HIFAFEL p62
3 F—r77rO—DEETAREER 3 HhRFEE L p62
4 A—h7 7Y —LHMsE 4 HRMRESEE LC-3 10
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